SWI/SNF, Intellectual Disability and Tumor Development pp. 1219-24
Heterozygous germline mutations in components of the SWI/SNF chromatin remodeling complexes have been identified in patients with syndromes that are associated with severe intellectual disability and speech delay. Because somatic and germline mutations in SWI/SNF components were previously implicated in tumor development, patients with intellectual disability caused by SWI/SNF mutations in the germline may be exposed to an increased risk of developing cancer. Santen et al. compared the mutational spectrum of SWI/SNF components in intellectual disability syndromes and cancer, discussing the implications for patients.
BRCA1 Hypermethylation as Predictor of Sensitivity to Chemotherapy pp. 1225-9
Germline mutations in the BRCA1 or BRCA2 genes are associated with an increased risk of breast and ovarian cancer development. These two genes are involved in DNA repair, and tumors harboring genetic defects in them are thought to be more sensitive to DNA-damaging agents used in chemotherapy. Stefansson et al. show that, in cancer cell lines and xenografted tumors, BRCA1 CpG island promoter hypermethylation-associated silencing can predict enhanced sensitivity to platinum-derived drugs to the same extent as BRCA1 mutations. BRCA1 hypermethylation appears to be a predictor of longer time to relapse and improved overall survival in ovarian cancer patients undergoing chemotherapy with cisplatin. 
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A Biomarker for Nascent Smokers pp. 1331-8
Epigenetic modifications to peripheral white blood cell DNA occur in response to a wide variety of exposures. Broad changes in DNA methylation, particularly at the aryl hydrocarbon receptor repressor (AHRR) locus, occur in samples from subjects with long histories of smoking. What is the response at AHRR when the levels of smoking are low? Philibert et al. have now examined the association of smoking to genome lymphocyte DNA methylation status in individuals with less than one half-pack a year of exposure. The authors found a stepwise effect of smoking on DNA methylation among youth with relative brief exposure histories at a CpG residue in AHRR that was identified in previous studies and at which the effects of smoking were significant, even in those subjects with less than one half-pack a year exposure. Therefore, AHRR demethylation in peripheral cells may serve as an early, sensitive biomarker for even low levels of exposure to tobacco smoke, providing a non-self-report alternative for nascent exposure to tob expression in prostate tumors harboring aberrant histone modifications at the TIMP3 promoter.
Stress and the Adult Rat pp. 1290-1301
The regulation of the levels of glucocorticoid receptor (GR) is an important stress adaptation mechanism. Witzmann et al. now investigated how the Gr 1 7 transcript is regulated by analyzing Gr promoter 1 7 methylation and Gr 1 7 expression in adult rats exposed to either acute or chronic stress paradigms. The authors observed a strong negative correlation between the sum of promoter-wide methylation levels and Gr 1 7 transcript levels, independent of the stressor. Methylation of individual sites did not, however, correlate with transcript levels, suggesting that promoter 1 7 was directly regulated by promoter-wide DNA methylation. The authors found that, in addition to the known perinatal programming, the Gr 1 7 promoter is epigenetically regulated by chronic stress in adulthood, and retains promoter-wide tissue-specific plasticity. 
